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[Abstract] Objective To investigate the differentially expressed miRNAs in serum extracellular vesicles of patients
with early—onset (EOPD) and late—onset (LOPD) Parkinson's disease and potential biological function.Methods Eigh—
teen patients with PD were collected and divided into two groups according to the age of onset: EOPD group (age<50)
with 7 cases and LODP group (age>50)with 11 cases.The patient's serum was collected and extracellular vesicles
were extracted.Eleven miRNAs with significant differences in the expression levels of EOPD and LOPD peripheral blood
were selected , the levels of differentially expressed miRNAs in serum extracellular vesicles were verified by qRT-PCR.
For finding key target genes regulated by exiracellular vesicles miRNA , the TargetScan database was used for the analy—
sis of miRNA target genes, and the String database was used for gene ontology (GO) and protein—protein interaction
(PPI) analyses of target genes.Results Compared with the LOPD group, the miR-214, miR-30b, miR-141, and
miR-146b-5p in extracellular vesicles were down-regulated in patients with early—onset Parkinson's disease (1=-7.12,
-6.84, -3.61, -3.52, P<0.05) , and miR-193a-3p and miR-331-5p in extracellular vesicles were up-regulated in
patients with early—onset Parkinson's disease (1=23.14, 25.22, P<<0.05) , among which extracellular vesicles derived
miR-331-5p was most significantly up—regulated.GO analysis showed that 181 target genes of miR-331-5p participated
in the development of nervous system.Among of the top 20 interacting proteins, MAPK1 and PTEN were related to for—
mation of neurons.Conclusion The expression level of extracellular vesicles derived miR-331-5p in serum of EOPD
patients was up regulated , which may affect the function of neurons by targeting PTEN and MAPK1, and then regulate
the occurrence and development of EOPD.
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